
Fourier transform mass spectrometer (FTMS)
is the most powerful mass spectrometer for
proteomics analysis because of its resolution,
high mass accuracy, high sensitivity and
many tandem mass spectrometric techniques
available. The most potent tandem mass
spectrometric technique in FTMS is electron
capture dissociation (ECD) which can
produce extensive sequence information for
protein characterization directly from intact
protein. The application of FTMS and ECD to
study biological system such as post
translational modification of protein will be
discussed.
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