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" Rice Genomes and Beyond:
--: Agricultural Genomics

Beijing Genomics | nstitute/Center of
Genomics & Bioinformatics, Chinese
Academy of Sciences

The rice genome (Oryza sativa) holds fundamental mformatlo

for its biology. Using a “whole genome:shetgun" approach, We
produced a draft rice genome seguence of Oryza sativa ssp. indica,
the major crop rice subspecies in China. We have gone on to
assemblefi negmeoentncsequmcema‘ﬁpf the two rice subspeci ST
indica and japonica. Our in analy&sjave focused on the
-genomecornpostlo_ . |zatrenal§ynammsmcompanso_r,'q
“to other sequeneed ge : emally the Arabidopsis genomé'
We found ma]or differences betwee anlmaLaJd plant genomr

and dicot plant genomes. We noticed P

significant fraction 0@% ate_fast_'esbel\n ng, perhaps to
acquire new function or becoming pseu @m ondatafrom
genomic and proteomic studies. There are still more challengesin
understand the cellular mechanisms that create and maintain -

genome dynamics at different Ievets,'iq_eEEas gene/genome :.

duplications and polyploidy. We call upon an internationally
coordinated effort to sequence more plant mes, justified by
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